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Fluorescence titration, (208) I89 
Fluorescent probe, (222) 47 
Fluoride, (216) 107 
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Genomic cloning, (225) 243 
Genomic sequence, (211) 200; (213) 221 
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Guanylate cyclase, (219) 375 
Gum arabic, (216) 67 
H+ transport, (211) 89 
HaeIII isoschizomer, (214) 305 
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Helical structure, (221) 320 
Helix dynamics, (226) 1 
cc-Helix, (2 13) 297 
Heme, (213) 453; (222) 1 I5 
Heme coordination, (221) 349 
Heme protein, (208) 305; (208) 325; (214) 111; (219) 244 
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Heterobifunctional reagent, (221) 408 
Heterodimer, (224) 3 11 
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Immunoglobulin deficiency, (213) 231 
Immunoglobulin E, (208) 369 
Immunoglobulin G3 deficiency, (208) 221 
Immunoglobulin gene, (214) 87 
Immunoglobulin-linked enzyme, (214) 192 
Immunogold labeling, (213) 29 
Immunohistochemtstry, (217) 62 
Immunological castration, (214) 65 
Immunomodulating tripeptide, (218) 55 
Immunoperoxidase electrophoresis, (212) 220 
73 
lmmunoprecipitation, (212) 145; (217) 37 
Immunostimulation, (218) 55 
Immunotoxin, (216) 73 
Incretin, (211) 169 
Indirect end labeling, (208) 3 I 
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(220) 159; (220) 3 11; (223) 227; (224) 137 
Insulin action, (224) 224 
Insulin gene. (222) 332 
Insulin gene expression, (223) 131 
Insulin-like growth factor, (208) 439; (215) 122 
Insulin-like growth factor II, (214) 259; (222) 181 
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Oxygen-evolving PS II particle, (226) 186 
Oxygen radical, (214) 362; (221) 355; (225) 233 
Oxygen saturation curve, (209) 129 
Oxygenation, (221) 327 
Oxyhemoglobin, (208) 331 
Oxypurinol, (213) 23 
Oxysterol, (218) 77 
Oxytocin, (213) 419; (216) 200 
P680, (223) 376 
P700, (208) 343; (214) 97; (215) 58; (217) 16 
P site, (2 13) 443 
31P relaxation, (217) 21 
PA-II lectin, (216) 62 
recombinant t-PA, (209) 13 
PAF-acether, (226) 37 1 
PAF analog, (211) 225 
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ZD-PAGE, (223) 255 
Pancreatic elastase, (225) 223 
Pancreatic juice, (216) 195 
Pancreatic polypeptide, (225) 209 
Pancreatic secretory trypsin inhibitor, (225) 113 
Pancreatic stone protein, (216) 195 
Parathyroid hormone, (216) 257 
Parathyroid hormone release, (213) 195 
Parvalbumin, (209) 77; (214) 21 
Pasteur effect, (221) I24 
Patchclamp, (208) 58; (209) 165; (215) 9; (216) 89; (217) 11; 
(220) 295; (222) 63; (222) 3 17; (224) 172; (226) 83 
Patch-clamp analysis, (223) 104 
Pathogenesis-related protein, (225) 243 
PCNA antibody, (209) 277 
Penicillin, (220) 206 
Penicillin-binding protein, (212) 237; (221) 167; (224) 401; 
(226) 150 
Penicillinase, (221) 167 
Penicilloyl group, (220) 206 
Pepsin, (219) 1 
Peptaibol, (224) 208 
Peptide aggregation, (224) 208 
Peptide folding, (221) 320 
Peptide group, (213) 423 
Peptide hydrolysis, (214) 8 
Peptide initiation, (215) 16 
Peptideisolation, (208) 253; (211) 105; (216) 200 
Peptide mapping, (223) 59; (226) 105 
Peptide processing, (224) 142 
Peptide sequence, (223) 391 
Peptide synthesis, (208) 253; (220) 332; (222) 251 
Peptide vaccine, (218) 231 
PeptideYY, (214) 57 
Peptidoglycan, (226) 150 
Peptidyl dipeptidase, (219) 441 
Perfluoroalkyl ketone, (220) 299 
Perforin, (226) 261 
Perhydrohistrionicotoxin, (2 12) 292 
Perhydroxyl radical, (220) 149 
Periplasmic protein, (224) 213 
Permeabilization, (219) 326 
Permeabilized cell, (208) 99 
Permeabilized platelet, (213) 95 
Peroxidase, (208) 305; (208) 391 
Peroxidative injury, (218) 251 
Peroxide compound, (219) 387 
Peroxisomal disorder, (222) 17 
Peroxisomal enzyme, (220) 3 1 
Peroxisome, (215) 228; (222) 21 
Pertussistoxin,(Zll) 137;(212)40;(214) 176;(215)339;(216)40; 
(220) 155; (220) 187; (221) 81; (222) 51; (224) I; (225) 16 
pH control, (224) I87 
pH dependence, (225) 2 18 
pH-dependent channel, (226) 115 
pHeffect,(215) 155 
pH gradient, (209) 28 
pH indicator, (208) 337; (209) 316 
pH sensitivity, (219) 301 
cytoplasmic pH, (2 IS) 223; (220) 366 
dpH, (221) 215 
intracellular pH, (217) 169; (229) 288 
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Phosphoinositol, (208) 413 
Phospholamban, (217) 32 
Phosphohpase, (2 16) 5 1 
Phospholipase 4, (211) 83; (211) 119; (216) 45; (219) 169; 
(219) 176; (220) 187; (221) 397; (222) 11; (223) 267; (224) 137 
Phosphohpase C, (209) 238; (216) 57; (219) 289; (220) 187; 
(224) 219 
Phospholipase D, (225) 201 
Phospholipid, (208) 51; (209) 257; (219) 113; (219) 169 
Phospholipid asymmetry, (2 19) 3 11 
Phosphohpid dependence, (2 14) I8 1 
Phospholipid membrane, (2 IS) 173 
Phosphohpid metabolism, (218) 68 
Phospholipid methyltransferase, (209) 238 
Phospholipid monolayer, (2 13) 49 
Phospholipid vesicle, (224) 337 
Phosphopantothenoylcysteine, (212) 79 
Phosphoprotein, (209) 63; (209) 181; (216) 83; (222) 261; (223) 25 
Phosphoprotein pp69, (222) 261 
Phosphoprotein secretion, (213) 164 
Phosphorylase kinase, (220) 36 
Phosphorylation, (208) 117; (208) 269; (208) 352; (208) 455; 
(209)63; (209) 162; (210) 177; (212) 281; (213) 18; (213) 85; 
(213)365;(214)249;(215)241;(215)279;(216)211;(217)32; 
(217)74;(217)237;(217)253;(217)287;(218) 1;(218) 195; 
(219) 321; (220) 57; (221) 77; (221) 199; (221) 309; (224) 325; 
(225) 25 1 
Phosphorylation domain, (218) 81 
Phosphorylation site, (209) 175; (212) 103; (215) 16; (218) 1 
Phosphoserine, (215) 21 
Phosphotyrosine, (222) 293 
Phosphotyrosine antibody, (222) 104 
Photoactivable group, (221) 408 
Photoaffinity analog, (209) 157; (223) 395 
Photoaffinity label, (212) 247; (213) 179 
Photoaffinity labeling, (209) 71; (212) 203; (213) 359; (226) 134 
Photocycle, (209) 44; (209) 3 16; (2 17) 297; (222) 275; (226) 139 
Photoinhibition, (214) 370; (215) 31; (226) 186 
Photointermediate, (225) 255 
M Photointermediate, (209) 44 
R350 Photointermediate, (209) 44 
Photon activation, (213) 401 
Photooxidation, (223) 77 
Photophosphorylation, (226) 352 
Photoreaction, (225) 255 
Photoreactive phospholipid, (223) 366 
Photoreceptor, (219)97; (219) 293; (224) 19; (225) 127 
Photoregulation, (224) 287; (224) 343 
Photorepair, (225) 133 
Photosynthesis, (209) 83; (211) 94; (213) 29; (213) 119; (213) 245; 
(214) 28; (214) 92; (214) 97; (215) 37; (216) 7; (216) 234; 
(219) 321; (221) 211; (223) 371; (224) 71; (224) 75; (226) 352 
Photosynthetic bacteria, (213) 245; (219) 88 
Photosystem I, (208) 343; (214) 97; (215) 37; (215) 58; (217) 16; 
(217) 283; (220) 74; (221) 260; (224) 75; (225) 59 
Photosystem I particle, (218) 52 
Photosystem II, (208) 347; (209) 83; (209) 181; (211) 94; (211) 99; 
(211)215; (212) 103; (213) 241; (215) 31; (216) 7; (217) 53; 
(219) 207; (220) 67; (223) 371; (223) 376; (224) 71; (224) 343; 
(225) 59 
Phototrapping, (218) 283 
o-Phthaldialdehyde, (2 19) 233 
PH,, (222) 141 
Phage D 108, (222) 199 
Phage i gtll, (2 13) 249 
Phage Mu, (208) 7; (222) 199 
%gt 11 Phage library, (208) 77 
MS2 Phage, (226) 255 
T-even type Phage, (215) 145 
Phagocytic cell, (218) 200 
Phalloidin, (213) 433 
Phase transition, (209) 257; (224) 283 
Phaseollidin, (220) 223 
Phenotypic modulation, (218) 292 
Phenylalanyl-tRNA synthetase, (216) 27 
Phenylalkylamine, (212) 247 
Phenyiarsine oxide, (224) 391 
Phenylephrine, (218) 1 
Phenylhydrazine, (221) 299 
N-Phenyl- 1 -naphthylamine, (2 18) 22 
Pheophytin, (214) 370; (226) 186 
Philadelphia chromosome, (222) 293 
Phorbol diester binding, (223) 1 I 
Phorbol ester, (208) 151; (209) 134; (210) 204; (211) 151; 
(212) 242; (213) 89; (213) 365;(214) 122; (214) 139; (214) 171; 
(215) 175;(215)223;(215)279;(217)69;(218) 143;(218)238; 
(219) 119; (220) 57; (221) 359; (222) 345; (223) 11; (223) 15; 
(223) 321; (224) 33; (224) 109; (225) 233; (226) 223 
Phorbol myristate acetate, (223) 284 
Phorbol 12-myristate 13-acetate, (222) 27 
Phosphatase, (219) 125 
Phosphate, (226) 63 
Phosphate carrier, (212) 1 
Phosphate potential, (208) 138 
Phosphate transport, (216) 257 
Phosphatidic acid, (218) 93; (225) 201 
Phosphatidylcholine, (213) 365; (214) 149; (219) 393 
Phosphatidylethanol, (225) 201 
Phosphatidylethanolamine, (214) 149; (219) 176 
Phosphatidylglycerol, (209) 257 
Phosphatidylinositol, (208) 47; (216) 57; (217) 45 
Phosphatidylinositol anchor, (225) 273 
Phosphatidylinositol bisphosphate, (218) 87 
Phosphatidylinositol4,5-bisphosphate, (223) 87 
Phosphatidylinositol kinase, (2 11) 64 
Phosphatidylinositol metabolism, (2 12) 159 
Phosphatidylinositol4-phosphate, (223) 87 
Phosphatidylinositol phospholipase C, (212) 289 
Phosphatidylinositol-specific phospholipase C, (225) 273 
Phosphatidylinositol turnover, (214) 127; (226) 13 
Phosphatidylserine, (209) 257; (216) 45; (218) 238; (221) 397 
Phosphatidylserine liposome, (214) 18 I 
Phosphodiester bond, (2 15) 247 
Phosphodiesterase, (219) 97; (221) 253; (222) 37; (222) 266; 
(224) 19; (225) I27 
2’,5’-Phosphodiesterase, (212) 267 
Phosphoenolpyruvatecarboxylase, (213) 18 
Phosphofructokinase, (209) 254; (222) 167; (223) 113 
6-Phosphofructo-2-kinase, (213) 375; (224) 3 17; (225) 37; 
(226) 43; (226) 121 
Phosphoinositidase C, (224) I 
Phosphoinositide, (208) 413; (212) 123; (224) I; (224) 137; 
(226) 67 
Phosphoinositide breakdown, (209) 352 
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Phycobiliprotein, (217) 279; (221) 1 
Phycobilisome, (2 15) 209 
Phylloquinone, (208) 343; (215) 58; (217) 16 
Phylogenetics, (221) 189 
Physico-chemical characterization, (212) 193 
Physiological regulation, (216) 27 
Physiological variant, (219) 431 
Phytoalexin, (213) 324 
Phytochrome, (224) 287 
Phytochrome isoprotein, (225) 215 
Phytoene synthesis, (210) 21 I 
Phytoene synthetase, (210) 21 I 
P,. (213) 375; (221) 270 
Picosecond charge separation, (214) 28 
Picosecond spectroscopy, (213) 119; (213) 241; (223) 161 
Pigment-protein complex, (215) 171 
Pigment-protein interaction, (214) 92 
Pinealocyte, (208) 133 
Planar bilayer, (21 I) 1 
Planar lipid bilayer, (224) 208 
Plant gene, (224) 287 
Plant respiration, (226) 352 
Plant storage protein, (224) 125 
Plasma. (2 15) 3 11 
Plasma membrane, (208) 269; (212) 289; (216) 94; (217) 169; 
(220) 366; (222) 358; (223) 87; (224) 193; (226) 291 
Plasma protein, (213) 254; (220) 129 
Plasmid, (215) 335 
Plasmid pBR322, (211) 49 
Plasmid pKK223, (220) 47 
Plasmid pUC 18, (220) 47 
lPlasmid vector, (208) 183 
Plasminogen, (209) 1 II; (213) 254; (214) 187 
Plasminogen activator, (208) 273; (209) 213; (214) 187; (223) 361 
Plasminogen activator inhibitor, (209) 213 
Plastid, (210) 21 I 
Plastocyanin, (222) 109; (225) 159 
Plastocyanin a, (226) 17 
Plastocyanin b, (226) 17 
Platelet, (210) 132; (213) 179; (214) 176; (215) 183; (219) 283; 
(222) 144; (222) 299; (223) 47; (224) 31 I; (225) 228 
Platelet-activating factor, (208) 51; (211) 225; (220) 220; 
(221) 305 
Platelet activation, (212) 123; (212) 213 
Platelet-derived growth factor, (213) 89; (223) 243 
Point mutation, (208) 183; (21 I) 221 
Polarized fluorescence, (223) 409 
Poliovirus, (214) 153 
Poly(A) sequence, (214) 313 
Poly(ADP-ribose) polymerase, (212) 73; (215) 252 
Polyacrylamide gel electrophoresis, (211) 78 
Polyamine, (213) 365; (219) 380 
Polychlorobiphenyl, (220) 231 
Poly(dA-dT), (208) 94 
Poly[d(G-C)], (213) 341 
Polydisperse size, (208) 386 
Polyelectrolyte, (225) 77 
Polyethylene glycol, (209) 243; (217) 85 
Poly (I). poly(C), (226) 13 
Poly(L-lysine), (220) 143 
Polymer level epimerization, (2 12) 199 
Polymorphonuclear leukocyte, (221) 95; (224) 29; (225) 103 
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Polymyxin B, (225) 173 
Polyoma, (223) 347 
Polypeptide, (211) 94 
Polypeptide degradation, (210) 142 
Polypeptide separation, (218) 277 
33 kDa Polypeptide, (224) 71 
Polyphosphoinositide, (214) 339 
Polysaccharide B, (216) 26 I 
Polysaccharide lyase, (223) 207 
Polysialylation, (225) 33 
Polyunsaturated fatty acid, (215) 228 
Pore-forming protein, (21 I) 53; (220) 136 
Porin, (211) 1 
Porphobilinogen deaminase, (225) 87 
Positive regulation, (226) 241 
Posttranscriptional regulation, (209) 187 
Posttranslational modification, (216) 200; (221) 1; (222) 129 
Posttranslational processing, (210) 45; (213) 385; (213) 329; 
(214) 50 
Posttranslational protein processing, (208) 369 
Potato virus X, (214) 308 
Potential barrier, (225) 255 
H+-PP,ase, (215) 47 
Pratensein, (214) 101 
Prazosin binding, (2 12) 149 
Precursor, (218) 31 
Precursor sequence, (209) 92; (225) 159 
Predictive method, (213) 297 
Pregnancy, (226) 220 
Prenyltransferase, (220) 223 
Preproapolipoprotein C-II, (213) 221 
Preproinsulin, (2 13) 149 
Preproinsulin mRNA, (223) I3 1 
Preprotein, (212) 168 
Presequence, (226) 17 1 
Presynaptic membrane, (219) 219; (222) 51 
Pretranslational control, (208) 55 
Primaquine, (214) 291; (216) 51; (223) 77 
(+)-Primaquine, (221) 325 
Primary cultured hepatocyte, (224) 311 
Primary electron donor, (224) 75 
Primary reaction, (213) 241 
Primary specificity, (209) 235 
Primary structure, (212) 98; (215) 285; (219) 161; (221) 87; 
(222) 211; (223) 92; (224) 128; (225) 188; (226) 17 
Primer extension, (208) 208; (220) 61 
Priming effect, (208) 55 
Pro-enkephalin, (211) 144 
Pro-opiomelanocortin, (211) 144 
Proalbumin processing, (219) 75 
Processing, (212) 307 
Processing enzyme, (211) 144 
Processivity, (221) 194 
Procollagen assembly, (2 17) 2 I6 
Procollagen propeptide, (217) 216 
Type I Procollagen, (2 12) 229 
Prodrug, (225) 97 
Proenzyme, (223) 69 
Proenzyme activation, (220) 271 
Progastrin, (210) 185 
Progesterone, (223) 321; (226) 213 
Prohormone precursor, (224) 142 
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(220) 271; (220) 311; (221) 23; (221) 365; (222) 279; (222) 299; 
(222) 305; (223) 11; (223) 15; (223) 138; (223) 212; (224) 33; 
(224) 109; (225) 233; (226) 13; (226) 125; (226) 223; (226) 324 
Protein kinase FA, (211) 190; (216) 291 
Protein kinase family, (2 18) 8 1 
Protein labeling, (210) 137; (212) 163 
Protein-lipid interaction, (211) 83; (216) 99; (223) 148 
Protein methylation, (220) 8 
Protein micelle, (222) 1 
Protein NMR, (223) 191 
Protein mobility, (209) 111 
Protein modelling, (224) 161 
Protein movement, (225) 127 
Protein phosphatase, (211) 190; (221) 415; (223) 340; (226) 176 
Protein phosphorylation, (210) 169; (212) 141; (214) 331; 
(215)21;(215)25;(217)85;(219)219;(220)52;(220) 143: 
(221) 205; (221) 211; (224) 109; (226) 109 
Protein precursor, (209) 227; (221) 423 
Protein processing, (224) 213; (224) 261 
Protein purification, (219) 426 
Protein S, (222) 186 
Protein secretion, (217) 174; (222) 261; (226) 53 
Protein sequence, (209) 107 
Protein sequence comparison, (224) 149 
Protein sequencing, (212) 68 
Protein structure, (208) 211; (213) 269; (213) 283; (214) 226; 
(219) 11; (223) 402 
Protein structure prediction, (224) 149 
Protein surface, (222) 109 
Protein synthesis, (208) 77; (208) 117; (210) 173; (212) 317; 
(215) 16;(215) 115;(215) 187;(215)257;(216)257;(217)37; 
(217) 203; (221) 110; (223) 181; (224) 54 
Protein synthesis inhibition, (225) 53 
Protein synthesis initiation factor 2, (215) 109 
Protein translocation, (2 18) 63 
Protein transport, (2 13) 329 
Protein turnover, (208) 427 
Protein-tyrosine kinase, (208) 45 1 
14-3-3Protein, (219) 79 
A* Protein, (218) 119 
C-Protein, (208) 123 
CTL-specific Protein, (208) 84 
Dl Protein, (209) 83; (216) 7 
D2 Protein, (209) 83; (216) 7; (223) 371 
G-Protein, (208) 241; (208)413; (211) 113; (212) 281; (213) 199; 
(214) 226; (215) 109; (215) 339; (216) 94; (219) 97; (220) 155; 
(220) 187; (220) 327; (221) 253; (222) 51; (222) 191; (222) 317; 
(224) 1; (224) 43; (224) 219; (224) 365; (226) 67; (226) 155 
G-Protein subunit, (216) 104 
G-Protein, (217) 287 
8.3 kDa Protein, (212) 103 
16 kDa Protein, (2 16) 234 
23 kDa Protein, (216) 234 
32 kDa Protein, (223) 267 
33kDaProtein,(211)215;(214) 181;(226) 161 
36 kDa Protein, (221) 381 
38 kDa Protein, (217) 74 
47 kDa Protein, (226) 16 1 
60 kDa Protein, (221) 68 
87 kDa Protein, (220) 3 11 
M Protein, (208) 435 
N-Protein, (218) 7 
Prohormone processing enzyme, (2 17) 180 
Proinsulin, (2 12) 307 
Proinsulin synthesis, (215) 179 
Prokaryote gene, (220) 262 
Prolactin, (212) 220 
Proliferation, (215) 1; (217) 1 
Proline, (208) 211 
Prolyl endopeptidase, (209) 235 
Promoter, (219) 70; (2 19) 254; (225) 264; (226) 241 
Promoter mutation, (219) 189 
Promoter region, (222) 337 
c-H-ras Promoter, (225) 264 
lac Promoter, (220) 47 
Proofreading, (221) 194 
Propeptide region, (226) 33 
Prophenoloxidase, (208) 113 
Propylthiouracil, (209) 49 
Prosome, (2 19) 4 10 
Prostacyclin, (222) 27 
Prostaglandin, (2 13) 174; (2 17) 6; (220) 37 1; (225) 43 
Prostaglandin E,, (212) 35 
Prostate-specific antigen, (225) 168 
Prosthetic group, (221) 299 
Protamine, (215) 237; (220) 193 
Protease, (221) 23 1 
Protease inhibitor, (214) 187 
Protein, (212) 276; (218) 52 
Protein A-gold labeling, (216) 207 
Protein acetylation, (224) 198 
Protein activator, (216) 190 
Protein bioregulator, (223) 402 
Protein blotting, (220) 126 
Protein-bound polyamine, (220) 236 
Protein catabolism, (2 16) 265 
Protein complex, (2 13) 391 
Protein conformation, (226) 364 
Protein crystallography, (2 14) 8; (224) 97 
Protein degradation, (209) 227; (210) 165; (221) 231; (224) 182 
Protein disulfide isomerase, (2 17) 2 16 
Protein evolution, (220) 193 
Protein export, (221) 226; (224) 213 
Protein family, (214) 301 
Protein fluorescence, (2 15) 155 
Protein folding, (220) 15; (221) 115; (223) 327 
Protein fragment, (2 16) 270; (22 1) 320 
Protein-freediet, (215) 13; (216) 287 
Protein gene product 9.5, (210) 157 
Protein glycosylation, (208) 34 
Protein homology, (2 12) 1 
Protein hydration, (213) 423 
Protein import, (209) 152 
Protein interaction, (2 15) 261; (219) 189 
Protein iodination, (224) 198 
Protein isolation, (221) 381 
Protein kinase, (208) 352; (208) 423; (209) 162; (209) 219; 
(212) 103;(213) 149;(215) 16;(215)279;(216)211;(220)47; 
(221) 33; (221) 403; (222) 279; (223) 97; (223) 131; (223) 217; 
(224) 325; (224) 377 
Protein kinase C, (208) 39; (209) 134; (210) 132; (210) 169; 
(211) 151;(211)207;(212)242;(214) 122;(214) 139; 
(214) 171;(214)249;(214)339;(216)22;(217)69;(217)227; 
(217)237;(218)35;(218) 195;(218)238;(219) 119;(219)215; 
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3-orf Protein, (2 18) 81; (222) 286 
Qs Protein, (208) 313 
ras Protein, (217) 74 
S-100 Protein, (214) 35 
T-Protein, (216) 133 
TonB Protein, (208) 21 I 
VPg Protein, (2 15) 247 
Proteinase inhibitor, (215) 274; (223) 174 
Proteinase yscF, (218) 31 
Proteoglycan, (209) 299 
Proteohpid protein, (223) 417 
Proteoliposome, (219) 387; (223) 155 
Proteolysis, (208) 113; (209) 139; (210) 142;(21 I) 185; (215) 115; 
(216) 253; (219) 455; (220) 278; (221) 231; (222) 6; (225) 163; 
(225) 215 
Proteolytic activation, (223) 15 
Proteolytic degradation, (220) 2 14 
Proteolytic fragment, (218) 167 
Proteolytic susceptibility, (220) 376 
Prothoracicotrophic hormone, (219) 419 
Prothrombin, (209) 1 I1 
Prothrombin fragment 1, (224) 97 
Prothymosin a, (218) 107; (226) 217 
Proton conductivity, (213) 67 
Proton-deuterium exchange, (221) 241 
Proton electrochemical-driven Na+ pump, (226) 270 
Proton gradient, (212) 323; (224) 79 
Proton pump, (208) 143; (208) 337; (209) 316; (216) 155; 
(2 19) 387; (226) 139 
Proton pumping, (226) 1 
Proton transfer, (219) 22 
Proton translocation, (215) 53; (217) 169 
Proton translocation stoichiometry, (208) 138 
Protonation change, (2 13) 39 
Protonmotive force, (208) 138; (209) 325; (219) 88 
Protonmotive potential, (224) 79 
Proto-oncogene, (223) 97; (225) 264 
c-fos Proto-oncogene, (222) 289 
Protoplast, (212) 114; (212) 133 
Protoplast infection, (221) 337 
Proximal histidine, (2 13) 289 
PS II particle, (217) 134 
Pseudoazurin, (2 18) 209 
Pseudogene, (225) 243 
Pseudomembranous colitis, (225) 82 
Psychotropic effect, (21 I) 119 
Pterocarpan biosynthesis, (2 13) 324 
Pterocarpan synthesis, (214) 101 
PTH release, (208) 99; (218) 113 
Pulsed quenched-flow, (226) 331 
Pump current, (224) 83 
Purification, (212) 247; (213) 215; (215) 105; (215) 140; (216) 67; 
(218) 277; (220) 227 
Purple membrane, (208) 337; ; (209) 316; (216) 155; (216) 241; 
(218) 287; (223) 289; (226) 139 
Pyranine, (208) 337 
Pyrazine-binding protein, (2 12) 225 
Pyrazofurin, (224) 59 
Pyrethroid, (219) 355 
Pyridoxal5’-phosphate, (225) 109 
Pyridylamino derivative, (209) 265 
S-Pyridylethylation, (212) 68 
83 
Pyrimidine de novo synthesis, (224) 59 
Pyrimidine salvage pathway, (224) 59 
Pyrithiamine, (220) 84 
H+-Pyrophosphatase, (224) 348 
(+)-trans-2-Pyrrolidinyl-N-methylcyclohexylamine, (223) 335 
Pyrrolnitrin, (209) 321 
Pyrroloquinoline quinone, (214) 236; (214) 274; (221) 299 
Pyruvate, (2 12) 79 
Pyruvate kinase, (2 18) 1 
Pyruvate oxidation, (211) 239 
Pyruvate transport, (219) 331; (219) 347 
Quantum yield, (223) 187 
Quench flow, (2 17) 129 
Quinone, (225) 139 
Quinone-iron complex, (226) 347 
Quinone protonation, (226) 347 
Quin-2, (208) 47; (209) 169; (211) 44; (211) 195; (212) 119; 
(212) 123; (213) 195; (213) 401; (214) 130; (220) 89; (221) 23 
Radiation inactivation, (225) 145 
Radioimmunoassay, (208) 26; (214) 50 
Radioiodinated ligand, (224) 267 
Radiosequence analysis, (213) 385 
Radish mosaic virus, (215) 247 
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Veratryl alcohol, (220) 149; (221) 327 
Very long-chain fatty acid, (214) 158; (222) 21 
Vesicle-melittin transition, (218) 173 
Vestitone, (2 13) 324 
Vimentin, (222) 3 I 1 
Vinblastine, (209) 23 
Vinculin, (2 13) 428; (220) 29 1 
VIP,(211) 151;(218)73 
VIP receptor, (211) 151 
Virus replication, (223) 352 
Virus-membrane fusion, (221) 61 
Viscosity, (219) 97 
Vision, (211) 35 
Visual signal transduction, (220) 15 
Visual transduction, (219) 293 
Vitamin B12, (220) 358 
Vitamin D, (212) 138; (226) 58 
Vitamin D metabolism, (218) 200; (220) 307 
Vitamin K, (222) 353 
Volatile anesthetic, (221) 28 
Voltageclamp, (214) 163; (214)295; (214) 347 
Voltage-dependent channel, (21 I) 1; (224) 208 
Voltage gating, (226) 115 
Voltage-sensitive Ca* l channel, (216) 40 
Warfarin, (222) 353 
Water content, (223) 33 
Water-soluble enzyme, (226) 150 
Water suppression, (2 16) 249 
Weaning, (214) 41 
Western blotting, (208) 439; (212) 237 
Wheat histone gene, (223) 273 
X-linkage, (220) 36 
X-linked muscular dystrophy, (212) 313 
X-ray absorption, (208) 325 
X-ray analysis, (221) 325; (223) 335 
X-ray diffraction, (208) 301; (212) 49; (225) 123 
X-ray structure, (21 I) 185 
Xanthine, (225) 97 
Xanthine antagonist, (209) 122 
Xanthine oxidase, (2 13) 23; (222) 246 
Yeast, (219) 339 
Z variant, (216) 79 
Zero-field splitting, (211) 155; (220) 347 
Zero-phonon transition, (223) 165 
Zinc chelate-Sepharose CL4B. (209) 13 
Zn2+ effect, (214) 35 
Zona binding, (226) 38 
